ing in C. parapsilosis (Butler) and C. dubliniensis (Sullivan), the EPA adhesion of C. glabrata (De Las Oenas), the ace2 hypervirulent mutant of C. glabrata (Findon), and their emergence in disease (Nguyen).
One of the major interests among the attendees is the continuation of studies related to mating in C. albicans. A role for ploidy in pathogenesis among strains of C. albicans is not clearly established, but it appears that tetraploids, constructed through mating, are less virulent then the diploid strains. However, the configuration of the mating type locus (MTL) does influence virulence in some strains (Magee), mating can occur on skin in vitro (Lockhart), and the identification of a regulator of the a-mating-type locus (Pendrak) highlighted a session on Candida mating and its life cycle. It appears that mating is highly efficient in opaque strains versus white strains of C. albicans. The white-opaque colony switch phenotype has been noted previously to create differences in regard to virulence and antigen expression, to name just two phenotypes. The transcriptional circuitry of mating-type regulation was compared in C. albicans and Saccharomyces cerevisiae; differences were shown between the two species that might reflect environmental selection (Tsong). This same theme of evolution of the genus Candida and codon usage came into play (Santos); the novel ser-tRNA CAG is seen as a codon usage that drove the evolution of Candida.
The theme of pathogenesis was evident in a number of oral and poster presentations. Those presentations included survival mechanisms of Candida species in the host (Ramsdale), differences in virulence factors in oral and blood-borne disease (Park), morphogenesis (Berman) and hormonal regulation of morphogenesis (Cheng), the role of recombination in genomic stability (Larriba), gene expression in the host, and the contribution of cell wall biomolecules to virulence (Sundström, Munro, Lipke, Holmes, Mao). The association of morphogenesis with vacuolar protein sorting and expansion (Palmer) and the hyphal spitzenkö rper (Sudbery) was discussed. A vacuolar mutant of C. albicans is also afilamentous, and mutants that phenotypically lack a spitzenkö rper also are disrupted in hyphal formation. Tet regulation of genes required for filamentation offers a powerful approach to understanding the role of morphogenesis (yeast and hyphae) in animal studies of candidiasis (Saville). An evaluation of genes and their potential role in virulence was also studied using strains constructed by the GRACE method in which heterozygotic strains were subjected to conditional expression of the remaining allele and then each evaluated in animal model (Kauffman). The role of CO 2 in C. dubliniensis and C. albicans polymorphism (Mü hlschlegel) and nitrogen starvation in hyphal growth (Morschhauser) were discussed. The power of microarray approaches was apparent from several presentations; transcriptional profiling of C. albicans genes in human blood, neutrophils, and macrophages revealed the diversity of responses by the organism at each site (Hube). The effects of stress on cells (Ramsdale), histone functions (Dominguez), biofilm formation (Perumal and dÕEnfert), and survival in the host (Lorenz) were other presentations that emphasized a DNA array approach. In contrast to microarray studies, antibody screening has also been used to identify genes of C. albicans expressed during oropharyngeal candidiasis (Clancy). Biofilm formation by Candida species continues to be a topic of interest as it relates to disease development (Ghannoum). A major adhesin of C. glabrata was identified that contributes to biofilm formation (Iraqui). An especially intriguing presentation was on the interaction of Pseudomonas signaling compounds on C. albicans morphology (Hogan). This observation may have significant importance in the development of disease at the mucosal surface or perhaps in biofilm formation. Additional studies on biofilm formation were encouraged, given that drug resistant biofilms remain a clinical management problem. Presentations of host responses to Candida focused upon the contribution of epithelial cells (Fidel), mucosal immunity in a transgenic murine model of HIV (Lewandowski), mucosal hypersensitivity following colonization by Candida (Noverr), and the role of toll-receptors in host defense (Netea). Proteomics and genomics posters and oral presentations were a major input into the conference as mentioned above. Other exciting presentations along this same theme included that centromeric DNA of C. albicans has been identified and shown to be novel (Sanyal); an application of this observation may include the development of plasmid vectors with centromeric sequences to facilitate stable and homogenous integration of genes of interest. Signal transduction is a broad enough topic to have implications in many cell processes, and at the conference, signal pathways or specific signal proteins were related to events such as quorum sensing (Kruppa), phenotypic switching (Davis), calcium and growth (Blankenship), and filamentation (Doedt).
Presentations on drug resistance by Candida species focused upon mechanisms (Katiyar), genes encoding a drug resistance phenotype (Mitchell, Coste, Riggle, Chen), as well as the role of ploidy in resistance (Anderson). A regulatory network consisting of Cdr1/2p efflux proteins and Pdr16p (secretory pathway) may together be critical to drug resistance (Raymond). Promoter sequences of PDR16 have been identified that are critical to the resistance phenotype. A session on epidemiology and population studies also included a presentation on antifungal surveillance among strains from patients with candidemia (Pfaller). Amphotericin B resistance may be underappreciated. Strain delineation was evaluated using multi-locus sequence typing of selected housekeeping genes (Davidson). Data from this study indicated that clustering of strains originating from different areas of the world may suggest a regional evolution.
Aside from the basic science aspects of Candida species, clinical presentations on oral candidiasis (Ruhnke), vaginal candidiasis (Sobel) and systemic candidiasis (Edwards) were especially interesting and provided current thoughts on these important clinical types of candidiasis. 
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